SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANT: Cerretti, Douglas P. 
(ii) TITLE OF INVENTION : Cycokin 



esignated 



(iii) NUMBER OF SEQUENCES: 8 

fiv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Immunex Corporation 

(B) STREET: 51 University Street 

(C) CITY: Seattle 

(D) STATE: WA 

(E) COUNTRY: USA 

( F ) ZIP: 98101 

(v) COMPUTER READABLE FOPM : 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER : Apple Macintosh 

(C) OPERATING SYSTEM : System 7.1 ion 

(D) SOFTWARE : Eatentln Release #1.0, Version 

(vi) CURRENT APPLICATION DATA: 

( ' (A) APPLICATION NUMBER: US -to be assigned 
(B) FILING DATE: 
'O CLASSIFICATION: 

,,,iil\ ATTORNEY / AGENT iHeC-RMAri-OW : 
' V ""' ' (A) NAME: Malaska, Stephen L 

(B) PEGISTF'ATIOII NUMBER: 32,65.:* 

(C) REFERENCE/DOCKET NUMBER: 2*^6 

(ix) TELECOMMUN ICATIO'-' INFOPMATION: 

(A) TELEPHONE: (20b) 58 7-04 30 

(B) TELEFAX: ( 2 3 6 ) 233-0644 



(2) INFORMATION FOP SEQ ID N3:l: 

(i) SEQUENCE CHARAC 1 kRI STI'~S 

(A) LENGTH: 5? 5 base pa: 

(B) TYPE: nucleic aci d^ 



(vii) IMMEDIATE SOUFCF : 
(B) CLONE: LERK- 



(ix) FEATURE: 

(A) NAME /KEY: CDS 



IMMUNEX CORPORATION 

(B) LOCATION: 1 . .5 52 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

r, C r CGG GCC AAC GCT GAC CGA TAG GCA GTC TAC TGG AAC CGT AGC AAC 
Ala Arg Ala Asn Ala Asp Arg Tyr Ala Val Tyr Trp Asn Arg bet Asa 

1 5 10 L ~' 

CCC AGG TTT CAG GTG AGC GCT GTG GGT GAT GGC GGC GGC TAT ACC GTG 
Pro Arg Phe Gin Val Ser Ala Val Gly Asp Gly Gly Gly Tyr Thr Va. 

20 25 30 

GAG GTG AGC ATC AAC GAC TAG CTG GAT ATC TAC TGC CCA CAC TAC GGG 
Glu Val Ser He Asn Asp Tyr Leu Asp He Tyr Cys Pro His Tyr oiy 
35 40 45 

GCG CCG CTG CCC COG GCT GAG CGC ATG GAG CGG TA:: ATC CTG TAG AT 3 
Ala Pro Leu Pro Plo Ala Glu Arg Met Giu ftrg iy; --^ — - - 

50 5 5 eu 

GTG AAT GGT GAG GGC CAC GCC TCC TGT GAC CAC CGG CAG CGA GGC TTC 
Val Asn Gly Glu Gly His Ala Ser Cys As P His Ar 3 Gin n rg Gly Phe 

65 70 75 eo 

AAG CGC TGG GAA TGC AAC CG 3 CCC GCA GCG CCC GGG GGA CCC CTC AAG 
Lys Arg Trp Glu Cys Asn Arg Pro Ala Ala Pro Gly Gly Pro Leu Lys 



100 105 " 

TTC CGG CCT GGC CAC GAA TAC TA 2 TAC ATC TCT G2C AC A CC 

Phe Arg Pro Gly His Glu Tyr Tyr Tyr lie Ser Ala Thr Fi. 
115 — 1 '" b 



CTC GTG GAC CGA CCC TGC CTG CGA CTC 



AA i GTT TAT GTG CGT CCA ACC 



Leu Val Asp Arg P _ 

1?5 140 



I Tyr Val Arg Pro T:\ 



AAT GAG ACC CTG TAT GAG ^ T o„A ^ 
Asn Glu Thr Leu Tyr '-? lu A - d r L ' J ,JXU z r -' 
145 J ^ 



^ti- TTC A'"::" ACT AA'^ A -C 



(i) SEQUENCE CHARACTER" STIC: 

(A) LENGTH: 184 amino 

(B) TYPE: amino acid 



IMMUNEX CORPORATION 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Ala Arg Ala Asn Ala As P Arg Tyr Ala Val Tyr Trp Asn Arg Ser Asn 
1 5 10 

Pro Arg Phe Gin Val Ser Ala Val Gly Asp Gly Gly Gly Tyr Thr Val 

Glu Val Ser He Asn Asp Tyr Leu Asp He Tyr Cys Pro His Tyr Gly 

35 40 4 5 

Ala Pro Leu Pro Pro Ala Glu Arg Met Glu Arg Tyr He Leu Tyr Met 

50 55 60 

Val Asn Gly Glu Gly His Ala Ser Cys Asp His Arg Gin Arg Gly Phe 

65 70 
Lys Arg Trp Glu Cys Asn Arg Pro Ala Ala Pro Gly Gly Pro Leu Lys 

Phe Ser Glu Lys Phe Gin Leu Phe Thr Pro Phe Ser Leu Gly Phe Glu 

100 105 110 

Phe Arg Pro Gly His Glu Tyr Tyr Tyr lie Ser Ala Thr Pro Pro 



Val Tvr Val Arq 

Hi{J my l j. - zi 

130 

lie Phe Thr Ser Asn Ser 



Leu Val Asp Arg Pro Cys Leu Arg Lei 

140 



Ser Cys Ser Gly Leu Gly Gly Cys His Leu Phe Leu Thr Thr Val Pr 
165 170 10 

Val Leu Trp Ser Leu Leu Gly Ser 
180 

(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(E) TYPE: nucleic acid 

(C) STRANPEDNESS : single 

(D) TOtvLuGi : iiiieoL 



(xi) SEQUENCE LitSCP 1 PT iCv. : o 
GATATTTACT GCCCGCACTA CAACAGCT 
(2) INFORMATION FOR SEQ ID NO : 4 : 



34 




1MMUNEX CORPORATION 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: CDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE : NO 



(xi) SEQUENCE DESCRIPTION: SEQ ID 
AGAGAAGGCG CTGTAGCGCT GC-AAC 
(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ?1 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 i ne a r 

(ii) MOLECULE TYPE: cDNA 



(iv) ANTI-SENSE: NO 



(xi) SEQUENCE DESCP IP T 1 01 1 : SEQ ID NO 
ACGTAGTCTA CTGGAACTCC AGTAACCCCA G 
(2) INFORMATION FOR SEQ ID N j : 6 : 

(i) SEQUENCE CHAPACTEF.I ST ICS : 

(A) LENGTH: 34 base pairs 

(B) TYPE: nucleic acid 
(C! STPANDEE'NESS : single 



(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI -SENSE: NC 



(xi) SEQUENCE DESCRIPTION: SEQ 
AGCCTCAAGC ACTGGCCAGA ACT3ICTCTG GA 



35 



IMMUNEX CORPORA! ION 



2826-A 



(2) INFORMATION FOR SEQ ID 110:7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ?14 fc-a^e pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNE5S : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mP.NA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: NO 



(ix) FEATURE: 

(A) NAME /KEY: COS^ 

(B) LOCATION : 2 . . 3 13 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

o ITC «c oc, «c oco ~ »c «c ooc ,3= f cc «c ~ " 

Phe His Ala Gly Ala Gly Asp Ast- oly ^ly ^ 15 
1 5 

-. , T - ~ — C ,-G CAC TAT GGG GCG 94 

GTG AGC ATC AAT GAG TAG COG SAC AT'.. 'J^ Ty r Gly Ala 

_ r ~ r r ~ r r ^ - r ATG GAG CAC TAC GTG CTG TAG ATG GTC 142 

CCG CTG CCG O.G GU. GA,, ^- A , ^ ^ Vai Leu Ty r Met Vai 
Pro Leu Pro Pro Ala Gl u Ar, ii-L ^ - . ^ 
35 411 

„ T , r .- r ,- A ,- CGC GGC TTC AAG 190 

MC S G OIV ^ ^ A - » ^ ™ 

Asn Gly Glu Gly His Aid -y^_ > fiQ 

5 0 

r ,-- c-G OGG CCG CTC AAG TTC 238 

CGC TGG GAG TGC AA>. ^ ..-o C,. - ov... ^ p ^ Lys phe 

Arg Trp Glu Cys A-:i Aig P- — - r ~ -7 5 

65 

Gnr TTC ,3&g TTC 2 86 
TCG GAG AAG TTC CAo '-TC I.... A. . ~ _ ^ ^ ^" Glu phe 

Sfir Glu T,vs Phe , - - - fc 



CGG CCC G~C CA PC ~ , 
Arg Pro Gly His ol u I y 



(?) INFORMATION F>jR . - E , ; I I- N 

(i) SEQUENCE CHAki-'-ThR.-^TI 

(A) LEIijTri: - 

(B) TYPE: amino ^ai 
(D) TOPOLO<oi: linear 



3d 



# 



IMMUNEX CORPORATION 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

, ^ ^„ A = n Civ Glv Gly Tyr Thr Val Giu Val 

Phe His Aia ^-j- ■ 1(| lb 

I 5 
Ser lie Asn Asp Tyr Leu Asp He Tyr Cys Pro His Tyr Gly Ala Pro 
20 

Leu Pro Pro Ala G, u Arg Met Glu His Tyr Val Leu Tyr Met Val Asn 

35 40 
Gly Glu Gly His Ala Ser Cys Asp His Arg Gin Arg Gly Phe Lys Arg 
50 55 

^n,, r-i,, dv^ Leu Lys Phe Ser 
Trp Glu Cys Asn Arg Pro Ala Ala t-xo — 8Q 



65 



Glu Lys Phe Gin Leu Phe Thr Pro Ph 
35 

Pro Gly His Glu Tyr Tyr Tyr He 
100 



9 0 



■ Leu Gly 



; Glu Phe Ar 



37 



